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Abstract: This study deals with a mathematical model that
examines the spread of Coronavirus disease (COVID-19).
This model has been handled with different processes
such as deterministic, stochastic, and deterministic—sto-
chastic. First of all, a detailed analysis is presented for
the deterministic model, which includes the positivity of
the solution, the basic reproduction number, the disease,
and endemic equilibrium points. Then, for the stochastic
model, we investigate under which conditions, the solution
exists and is unique. Later, model is reconsidered with the
help of the piecewise derivative, which can combine deter-
ministic and stochastic processes. Numerical simulations
are presented for all these processes. Finally, the model
has been modified with the rate indicator function. The
model presenting these four different situations is com-
pared with the real data in Russia. According to the results
obtained from these situations, the model that is obtained
by adding the rate indicator function predicts the COVID-19
outbreak in Russia more accurately. Thus, it is concluded
that the model with the rate indicator function presents
more realistic approach than the previous ones.

Keywords: COVID-19 spread, fractional differentiation and
integration, rate indicator function

1 Introduction

The novel Coronavirus disease (COVID-19) was first encoun-
tered in a group of patients who developed respiratory
symptoms (fever, cough, shortness of breath) in late
December in Wuhan Province, China [1]. As a result of
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research, it was a virus identified on January 13, 2020.
The epidemic was initially detected in seafood and animal
markets in Wuhan and then spread from person to person,
spreading to other provinces in China, especially Wuhan,
and then to the whole world. Although the countries some-
times take measures, the increases in cases have not been
prevented. As a result, all countries have faced the waves,
even most countries have witnessed the fifth wave. During
this long time, numerous mathematical models are studied
and epidemics in many countries are tried to be predicted.
Sometimes deterministic models and sometimes stochastic
models are used to predict and interpret epidemics [2-6].
In addition to classical order models, fractional order
models are also discussed and the dynamics of the epi-
demic have been examined [7-12].

Some studies in the literature are as follows: Masandawa
et al. have considered a mathematical model that combines
both public control measures and health workers [13].
Ariffin et al. have determined the severity of the disease
and the approximate number of days needed for the dis-
ease trend to decline in Malaysia, which has been severely
affected by the COVID-19 outbreak [14]. Premarathna et al.
have made estimations of the future number of COVID-19
cases in Sri Lanka [15]. Lotfi et al. developed a regression-
based robust optimization (RO) approach with a mean
absolute deviation objective function to estimate the number
of patients affected by the COVID-19 outbreak in Iran [16].
Asempapa et al,, using the COVID-19 data from Brazil and
South African countries, created a mathematical model
between the two subgroups that they classified as low risk
and high risk and showed that it is possible to prevent the
disease with drug-free interventions [17]. Samui et al, using
India’s COVID-19 epidemic data within a certain period, have
found a compartmental mathematical model to find the causes
of disease transmission and control the epidemic [18]. Algqarni
et al have constructed a new mathematical model for the
transmission dynamics of COVID-19 using disease cases
reported in the Kingdom of Saudi Arabia over a given time
period [19]. Grassly et al. developed a mathematical model that
aims to investigate the potential impact of different polymerase
chain reaction tests and isolation strategies on the transmission
of the severe acute respiratory syndrome SARS-CoV-2 [20].
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The objective of this research is to design a mathema-
tical model that can effectively forecast the number of
COVID-19 cases in Russia within a given time frame. There
are three situations to consider: a deterministic process for
the epidemic, a stochastic process for the epidemic, and a
combination of both. In addition to these situations, the last
one is the situation where the rate indicator function, which
is very successful in estimating the numbers of infected, is
added to a model that will be presented in the next section.
In this study, we compare all of these patterns that will
estimate the number of cases in Russia [1] which has faced
a new wave recently, and determine the best prediction for
the infected cases in this country.

Some definitions of fractional derivatives will be now
presented. We start with the definition of the fractional
derivative with power-law kernel [7] is given as

1
I'l-a)

EDef(o) = [rr@xe - oy, ©
0

where 0 < a < 1. The definition of the fractional derivative
with exponential decay kernel [8] is presented as

t
M(a) a
CFna - ’ - (t — 2
B = T a{f @exp|-1——(t-Dldr, @
where 0 < a < 1. Here, M(a) is the normalization function
such that M(0) = M(1) = 1. The definition of the fractional

derivative with Mittag—Leffler kernel [9] is defined by
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where 0 <a <1 and
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is the Mittag-Leffler function. Here,

AB(a)=1-a+ (5)

_a
I(a)
is the normalization function, noting that AB(0) = AB(1) = 1.
The definitions for fractional integrals, incorporating power
law, exponential decay, and Mittag—Leffler kernel are as
follows:

t
Cra _ 1 _ a-
0= {f(r)(t o)tdr,

t
CFraps . _ 1~ @ a
VO = 37 fO + s {f(r)dr, ©
t
ABCrap - 1= @ a e
70 = 25 * Apr@ ,O[f(r)(t o lar,

DE GRUYTER

2 Model formulation

In this section, we consider a mathematical model to
understand the dynamics of the COVID-19 pandemic in
Russia. Employing this model [21], we will be able to
have an idea about the rate of spread of the disease and
predict the number of future cases. The mathematical
equations under investigation are represented by

S=p - B~ YEOSL - B,(1 - YESI, - uS,

E = B(1 - Y&k + B,(1 - YESI, - (¢ + WE,

I=(1 - 0)¢E - (a5 + & + A + W,

I = 0QE = (ag + Aq + I, )
Q=ads + aly ~ (A + 8+ WOQ,

R=AIs + Ay + 24Q — LR,

F =84 + 6,0,

where initial conditions are as follows:

S(0)=8° E(0) = E°, I(0) = I?, ,(0) = I,

8
0(0)=Q° R(0) = RY and F(0) = F°. ®

The model discussed in this article will be divided into seven
compartments. Let N(t) be the total human population to be
considered. It is important to note that the nonlinear terms
S*Is and S*I; are assumed to be divided by N for simplicity in
notation. At any given time, the number of susceptible is
called S, the number of exposed E, the number of symp-
tomatically infected I, the number of asymptomatically
infected I, the number of quarantined Q, the number of
recovered R, and the number of death F. Now, let us talk
about the parameters that we will use in the model and what
they mean. The recruitment rate into the susceptible com-
partment p, the effective contact rate S, the effectiveness of
social distancing f3,, proportion of people wearing face masks
Y, the effectiveness of face masks &, proportion of exposed
individuals showing clinical symptoms after the incubation
period 1 — 6, progression rate from exposed compartment to
infectious compartment ¢, isolation rate for individuals in
symptomatically infected compartment a, recovery rate of
individuals in symptomatically infected compartment A,
COVID-19 disease mortality rate for individuals in the infec-
tious compartment &, isolation rate of asymptomatically
contagious individuals a,, recovery rate of asymptomatically
infectious individuals A,, recovery rate of individuals in the
quarantined compartment A, COVID-19 disease mortality
rate for individuals in quarantined compartment &, and nat-
ural death rate of all individuals is denoted by u.

The COVID-19 model is considered in a feasible region
Q such that

Q= ‘(S(t), E(t), I(t), (1), Q(t), R(t), (1)) € R]
©)
p
:N(t) £ —j.
)< y’
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2.1 Positivity and boundness

In this subsection, we shall show that the solutions of the
model are nonnegative and bounded if the initial condi-
tions are positive for all ¢ > 0. Assuming that the classes
S(¢t) and I,(t) have same signs and y¢ < 1, for E(t) class, we
can have the following inequality:

E(t) 2 E% (o0t yt > 0, (10)
Since E(t) is positive, we write
I;=(1- 0)E - (ag + 8 + Ag + W an
2-(as + 6 + As + W,
Then, we have
I(t) 2 I0e™ @S+ttt > (), (12)
Using the same routine, we have
Io(t) 2 Ile™(@* et ¢ >,
Q(t) 2 QU e+t ¢ > (, 13)

R(t) = R%™, V¢ > 0.

Assuming that the classes Ii(t) and Q(t) are integrable, then
we have

F(©) 2 FO+ [(&], + 8,Q)dt, V> 0. (14)

Finally, we will discuss the positivity for S(t) class. For this,
we need to define the following norm:

Ifllo = suplf].

tEDy (15
Hence, for the class S, we have
$)=p - B(L - YOSI - B,(1 - YEISI, - S
2 =(B(1 = )L + B,(1 = YOI + p)S
2 =(B(1 = YOIL| + B,(1 = YOILa| + )S
> ~(B,(1 - YO suply| + B(1 - &) supll| + s 18
teD), t€Dy,
2 =(B(1 = YOIl + B, (1 = ¥ allo + )S
> -uS,
where
n =B = YOl + B = Yol + g (A7)
Thus, we write
S(t) = S% ™, vt > 0. (18)

However, we know that the addition of all equations of
model leads to

limN(t) = 5. (19)

t—oo
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Hence, the positive solutions of the model are bounded.

2.2 Equilibrium points of the model

In this subsection, we present the disease-free and endemic
equilibrium points of Model (7). To do this, we set the right-
hand side of each equation in Model (7) equal to zero. Thus,
the disease-free equilibrium point is found as

Ey= [B, 0,0,0,0,0,0|, (20)
u
and the endemic equilibrium point is calculated as
S = P
B = I + B (1 = YOI + 1’
Fre B(1 = &SI + B,(1 - YOS,
Q+u ’
.__ (1-06)E
s = T T o 4
U+ 6+ A + UL
L O0E 21
Cagt At
0= aJds + agl,
Ag + 8+ 1
R = Asls + Agly + AqQ
u

2.3 Reproduction number

In this subsection, the next-generation method is used to
obtain reproduction number, which serves to understand
the dynamics of the disease [22]. To achieve this, we con-
sider the classes E, I;, and I,. Employing the next-generation
method, the following Jacobian matrices are evaluated:

p p
0 B - Y&~ B - Y&~
B l,bf)y B( lﬁs‘)u

F=JF= (22)
J 0 0
0 0 0
and
! 0
Q+u
— 1-60p 1
vl=gvi=|——"" — 01, (23)
J (p+whk Kk
6 1
(¢ + Wk, k;
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where

ki=as+ 8+ A + 4,

24
k=a,+ A, + u. @)

Then, the spectral radius of the (FV ™), in other words, the
reproduction number, is derived as

_ P|AA-¥HA - 0)¢ B0 - YD

(25)
U (9 + Wk (¢ + Wk,

Ry

3 Existence and uniqueness of
solution of the model

In this section, the conditions under which the solution of
the COVID-19 model with the Atangana—Baleanu fractional
derivative exists and is unique will be investigated. We
start with examining the existence of the solution of the
associated model.

3.1 Existence of the solution

In this section, we show that the solution of the considered
model exists and is unique. To do this, we consider the
following model with Mittag-Leffler kernel:

46D = p ~ B(1 ~ YOS ~ B,(L = YESI, - uS,
APGDEE = By(1 = YESIs + B,(1 - YEISI, — (9 + WE,
ABCDM = (1 - O)QE - (a5 + 8 + As + W),
ABCDM, = O9E - (ag + Aq + Wy, (26)

ABDFQ = asls + aaly ~ (Ag + 8 + 1)Q,

ABEDIR = Als + Aala + A4Q — UR,

ABtha F =61 + SqQ,
with the initial conditions

$(0) =S, E(0) = E°, I(0) = I?, I,(0) = I,

27
Q(0)=0Q°% R(0)=RY, and F(0)=FO. @n
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To avoid complexity, we will use some notations

F
F
Fs
E
Fs
Fg
F
p- ﬁs(l - wE)SIs - ﬁa(l - wE)SIa - [JS
Bs(1 = ¥E)SIs + B,(1 = Y&)SI, — (¢ + WE
(1 - 0)QE - (as + & + As + s

= e(pE —(ag+ Aq + ﬂ)Ia
asls + gl = (Aq + 64+ W)Q

AsIs + AaIa + AqQ - qu
8ls + 64Q

>-<

Il
MO S Sm»

]

Il

(28)

Theorem 1. The kernels Fy, F,,..., F; in the aforementioned
system hold the Lipschitz condition and contraction if the

following inequalities satisfy

0= B(1-YOK + B(1 - YK + <1,
O0<(p+w<1,
Os(as+ &+ A +w) <1,
0<(ag+Aq + ) <1,
0<s(Ag + 8+ <1,

O<u<1i,

0<K;<1l

(29)

Proof. For proof, we start with the function F;. Let S and S?
be two functions. Then, we write

IFi(t, $Y = Fi(t, SHII
= I=(B(1 = YL + B,(1 = YOI + )(S" = S|

< (B - YOIEI + B,(1 - YOIl + wIIS* - S (30)
< (B - YK + B,(1 - YEK; + w)|IS* - S|
< K|St - 8,
where
K =sup|lLll, K = sup||Lll
teDy teDy (31)

K = (B(1 - YOK + B,(1 — YK, + ).
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Similarly,
IF(t, EY) - Fy(t, E®)II < (¢ + wIIE" - E|
<K IE' - E7,
IFs(t, 1) = B(t, IDIIS (as + & + As + IS - |
<KL - LI,
IE(t, 1) = Ba(t, IDII< (g + Ag + I - LI
< Kl - L1l (32)
IF5(t, @) = Fs(t, Q) < (g + & + wIIQ* - Q7
< KllQ' - Q7ll,
IFs(t, RY) = Fo(t, R < plIR' - R*||
<KIR' - R,
|F1(t, FY) = Fi(t, F*)|| < K7 ||F' - F?|.
In the general form, System (26) can be converted to
Y(t)=Y+ 1- F(t Y)
AB(a)
a (33)
———— |(t - 1) Fy(t, Y)dr.
TR {(t T IF(T, V)de
Using recursive formula yields
YH(t) = Y0 + —— - F(t, Y
®) AB(a) i(t, Y
(34)
- — ~a-1 n-1
T (a)r o J’( D)% E(T, Y Y)dr.

Taking the difference between two successive iterations
leads to

Yi(t) = Y"(t) - Y1)
= 3 E Y - B )
(35)
mj(t - D F(7, Y™ )
- Fy(z, Y"9)]dr
where
Y(t) = ) Y. (36)
n=0

Applying the norm on both sides of the aforementioned
equation, we can have

YOl =11Y"(t) - Y1)
1-a
AB(a)

<

P
AB(a)I'(a)

t
t - DCYE(T, Y™ (37)
0

- FK(t, Y"))]dr
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Since the functions Fy, B,...,
tion, we have the following:

F; hold the Lipschitz condi-

1-
1Yn Oll=~ AB(a )K 1Ya-1 (Ol
(38)
- - — m\a-1
* j(t DY@z,
which completes the proof. O

Theorem 2. System (26) has a solution under the conditions
that we have from Eq. (38):

|1-a T -
AB(a) AB(a)I(a) <1, i=12..,7. (39
Proof. From (38), we write
1- Ta n
* 40
O = IO a5y AB(a)F(a)] - 40

We now show that the functions in the aforementioned
equation are solutions of the model. To do this, we assume

Y(6) - Y(0) = Yy(t) - %u(0), 41

where %,(t) are the reminder terms of series solution.
Then, we need to show

%01 ~ o. 42)
Then, we write
TN < 5 W 1) = F@ Yoo
a
+ ——— |t - Y E(r, Y
AB(Q)F(a)J( oNEET)
- E(t, Yp-p)lldzT
1-a v-v
AB(a) AB(a)T(Q) 1Y = Yol
Applying this recursively yields
T P ) AL
=N AB(@) T AB(@)T(a) nt
" (44)
D700 LI S
SV AB(@) T AB(@)I(a) n-til

Applying lim,,_... on both sides of the aforementioned equa-

tions, we can have
1%l - 0, (45)

which completes the proof. We can say that the system has
a solution. |
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3.2 Uniqueness of the solution

To show that solution of the system is unique, we assume
that the system has two solutions such that Y = Yil(t) and
Y2=YX(t), i =1,2,..,7. To complete our proof, we need to

show Yil(t) = YX(t). For this aim, we consider the following
integral equations:

YA(0) = Vo) + (2, 7)

AB(a )

a (46)
ARCANTC N - 7)1 1
" AB(@I(@) { (¢ - D"E(r, Y)de
and
: 2
@7
T < — a1 2
AB(a)I‘(a) j (t - )*K(t, Y{)dr.
Taking difference of the aforementioned equalities
1 _ 2 B 1 1
(48)

*mﬁ - H)

- F(z, Y)dr.

Taking absolute value on both sides of Eq. (48) yields

1 21—
Y; - Y;| < ———|Fk(t, Y}) - F(t, ¥/
1Y, = ¥/ e SR Y = B YD)
- — -1 1 (49)
T (a)F(a) I(t O E(T, Y1)
- F(z, Y)ld,
and consider the Lipschitz condition
1
Y
JAGESAGIE AB( )LIY ;|
(50)
P Y -
AB(@)I(a) " Tt
Arranging the aforementioned inequality leads to
Y0 - Y, OI|1 - | + L|<0. GD
{ { AB(a) =
Hence, we have
V(0 - (01 =0 Y0 =Y®, i=12.,7.62

Then, we can conclude that the model has a unique solution.
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4 Numerical Solution of COVID-19
model with Mittag-Leffler kernel

Throughout this section, we construct a numerical scheme
with Newton polynomial for the model of COVID-19 spread
where the kernel is Mittag-Leffler

ABEDES(®) = p = B(L = YOI — (L — YESI - 1S
APEDFE() = B(1 = YE)SE + Bo(1 — YOSL - (¢ + WE,
APEDEI(D) = (1 - O)9E = (a5 + & + As + I,
APODEIL() = 0P — (aq * Aa + W],

APEDEQMD) = asls + aaly — Qg + 8+ 1Q,

ABSDIR(t) = Asls + Aala + A4Q — UR,

ABSDEF(t) = 85l + 84Q.

(53)

We can facilitate the aforementioned system as

ABDAS(t) = £,(S, E, I, I, Q, R, F, ),
ABCDEE(E) = £,(S, E, I, I, Q, R, F, ©),
ABD(E) = £,(S, E, I, I, Q, R, F, ©),
ABCDIL() = f,(S, E, I, I, Q, R, F, ),
ABDEQ) = f3(S, E, I I, Q, R, F 1),
ABCDER(E) = £,(S, E, I, I, Q, R, F, ©),
ABSDEF(t) = £,(S, E, I, I, Q, R, F, ).

(54)

Applying the associated integral, we obtain the following:

Yt = =

AB( )F(Y £) +

P
AB(a)I'(a)
(55)

x I(t - OIRY, e, i=1,..,7.

If the functions f, f,, £, fi, fi» f;, and £, can be approxi-
mated within the interval [ty, ty+1] using Newton polyno-
mial, the following scheme can be achieved

1—F(Y” th)

AB(a) "
a(At)® C o okd
AB(@)I'(a +1) = ZF(Y

a(At)® i
- 7 E Yk—l
AB(a)T(a + 2) ,EZ[ (e
- K(Y*2, ty9)]A,
a(At)? i
- 7 E Yk
ZAB(a)F(a + 3) kgz[ l( ’ tk)

= 2F(Y*L i) + F(YK2, trop)]As,

Y(tne1) =Y(0) +

s t-2)Aq

tr-1) (56)
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where
A =[(n-k+1)%-(n-k)],

A= (n-k+D*n-k+3+2a)
2Tl -n-k)m-k+3+3a) [
(n -k +1D¥2n - k)2 + (3a + 10)(n - k)
+2a% + 9a + 12)
-(n - k)%2n - k) + (5a + 10)(n - k)
+ 602 + 18a + 12)

(57)

143 =

5 Numerical simulation

In this section, we present the numerical simulations for
our model with the following Atangana-Baleanu fractional
derivative:

ABEDES(t) = p = By(1 — YESI = B,(1 - YEISI, — uS,
ABSDEE(t) = B(1 = YESE + B,(1 - YESI, ~ (¢ + WE,
ABEDII(E) = (1 - O)QE ~ (as + & + A + W,
ABEDML(t) = O9E = (aq + Aq + i,

ABEDIQ(E) = asl + alq — (Ag + 84 + WO,

ABCDER(E) = Al + Aale + AqQ = UR,

ABSDEF(t) = 85l + 8,Q.

(58)

Here, the initial conditions are considered as

S(0) = 10,000, E(0) = 1,750, (0) = 1,950,

I1,(0) = 1,965, Q(0) = 90, R(0) = 0, F(0) = 10, (59)

10000

9500

9000

8500
0

Time
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and the parameters are
p=5 B, =01, =01, £=05, B, =01,

1
1=36529 x 105, g =, 0=05
(60)

1
G =02, 6= 0015, X = 75, =02,

1
8= 0015, 24 = 75, Aq = 0.05, &, = 0.015.

For the deterministic system of COVID-19 spread, we pre-
sent the numerical simulations in Figures 1-4.

6 Stochastic model of COVID-19
spread

In this section, we consider the following stochastic COVID-
19 model:

ds =[p - B = Y&)SL - B,(1 — &SI, — pS]dt
+ o1S(0)dBy(1),
dE = [B(1 = Y&)SLs + B,(1 = Y&§)SI, — (¢ + wE]dt
+ GE()dBy(1),
dls =[(1 - O)QE — (as + & + As + W)5]dt
+ 03l5(1)dBs(0),
Al = [0QE - (aq + Aq + ()Ia]dt + 0al,(£)dBy(0),
dQ = [ags + agl, - (Aq + 6{1 + w)Qldt + asQ(t)dBs(t),
[AsIs + AaIa + AqQ - ‘UR]dt + UGR(t)dBG(t);
= [l + 6qQ]dt + g7F (t)dB; (1),

(61)

dR
dr
where g; and By(¢t), {i =1, ...,7} are the stochastic compo-
nent and standard Brownian function, respectively.

1800

— =1

a=0.9
a=0.8
a=0.7
a=0.6

1600

1400

1200

1000

Figure 1: Numerical visualization for the class of susceptible and exposed individuals.



8 =—— Mehmet Akif Cetin and Seda Igret Araz DE GRUYTER
2000 - 2000
a=1 — =1
=0.9 =
1800 208 1800 s
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1600 =06 1600 0=0.6
1400 1400

1200

1,0

800 [
600 [
400 -

200

Figure 2: Numerical visualization for the class of symptomatically and asymptomatically infected individuals.
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Figure 3: Numerical visualization for the class of quarantined and recovered individuals.

- 6.1 Existence and uniqueness of the model

—_—a=1

a=0.9
a=08 ] In this subsection, we prove that the solution of Model (26)

exists and is unique. For simplicity, let us rewrite Model
(26) as follows:

dsS =wy(t, S)dt + Ci(t, S)dBy(t),

dE = uy(t, E)dt + Cy(t, E)dBy(t),

d; = us(t, Iy)dt + Cs(t, I;)dBs(t),

Al = uy(t, I)dt + Cy(t, I;)dBy(t), (62)
dQ = us(t, Q)dt + Cs(t, Q)dBs(0),

dR = ug(t, R)dt + Cg(t, R)dBg(t),

dF = uy(t, F)dt + C;(t, F)dB,(t).

1000

800 [

F(t)

600

400

200

0 10 20 30 40 T?O 60 70 80 90 100  Forsimplicity, we shall take as Ci(t, x;) = o, i =1,...,7.To
ime . . .
achieve our aim, we need to show that linear growth con-
Figure 4: Numerical visualization for the class of died individuals. dition and the Lipschitz condition are satisfied, i.e.,
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luit, )P, 1G(t, x)* < L1 + [x*), vt € [0, T], (63)
and

lui(t, X = wit, XD, 1G(t, x1) = G(t, xP)|

_ (64)
< Tixt - x3, vte |0, T].

First, we shall prove the linear growth condition. For the
function (¢, S), we have

lw(t, S =1p - B(1 - Y&k — B,(1 - Y&)SI, — uSP
< 4(p% + B(1 - YESEILP
+ BAL - YEPISPILL + u? ISP
= 4(p? + (BX1 - YERILP + BAL ~ YEILL + uP)|SP)
<4(p? + (BX(1 - Y& sup |12
0st<T
+ B - wf)zosup 2] + u?)ISP) (65)

<t<T
<4(p? + (B2 - YOIILIE
+ B~ YERIILIE + uDISP)
, B~ YOPILIE + B - YOPILIE + 1)
Pt

=4pY1 Ise|,

under the condition

(BA1 - YOPILIE + B - YOIz + 1)
m = <1

1 P2 (66)

Then, the following inequality holds:
lws(t, S < L(L + |SP). (67)
For the function uy(t, E), we obtain

lus(t, E) = |B,(1 = $E)SIs + B,(1 = Y&)SI, — (¢ + wEP
< 3(B2(1 ~ YOUSEILP + B — pE)HISP L
+ (o + WAER)
BA(1 - 1&)? sup|S? sup|I7|

0<t<T 0<t<T

< 3 +B3(1 - Y&)* sup|S? sup |Ig]

0<t<T 0<t<T
+ (@ + W?EP
< 3(BX(1 = YOSIIE I
+ B = YERISIE LR + (@ + wHEP)
<3(1 - YO?UISIEIBZ IR + B2 [ITall%]
1+ (¢ +u)?
A=YOXSIE B NslI% +B7 Mall2]

(68)

|EP|,

such that

_ (p +w?
(A = YOISIEIBZ LI + B2 lallz]

m, <1, (69

such that ¢ # 1. Thus, we have
lup(t, E)P* < b(1 + |EP).
Similarly,

|us(t, Is)l2 =|(1 - 0)pE - (as + & + A + H)ISIZ
<2(1- 9)2¢2 |EP? + (as + & + As + .u)2|13|2)
<2((1 - 6)%? sup |E?|

0<t<T
+(as+ G+ As + .U)Z|Is|2)
<2(1 - 0)%? |IEII5
. (as + 8 + As + p)?
(1 - 0)%p? | E|I5
<k + |LP),

|55

under the condition

+ 8, + Ao + 1)?
m3=(a$ RO l;) <1 and 0%1.
(1 - 6)°¢® l|Ellw

Next,

[ua(t, Ia)lz =|09E - (ag + Aq + .U)Ia|2
< 2(0%* sup [E?| + (ag + Aq + W)*|Iaf*)

0<t<T
(ag + Aq + )?

|l
0%0* | E¥l

< 20%9? ||E|lo1 +
<L+ |LP),
where

(ag + A + p)? <
0% ||E*||-

my =

Next,

lus(t, QI = |asls + aaly - (Ag + 8¢ + wQP

< 3(ag sup 1] + ag sup |IZ]
0<t<T 0<t<T

+ (g + S+ WHOP)
<3(ad Nl + ag 2 1l)
(Ag + 8 + w)?
al I2]lo + af 1121l

<1+ |QP),

under the condition

(Ag + 64+ 1)

272 2172
a5 |15l + ag Mgl

ms =

For the function ug(t, R), we write

(70)

)

(72)

(73)

(74

(75)

(76)
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|ue(t, R)|2 =|Asks + Aalg + AqQ - [.lR|2
< 4(A? sup|I] + A7 sup|Ig| + 4] sup |Q?

0<t<T 0<t<T 0<t<T
+ u® |R*)
<402 1Pl + A2 1B + A2 11Q%) 77
2
x [1+ |RJ?
ANl + A2 o +22 1Q%le
< Ig(A+IRP),
where
2
M = —— . <1 (8)
A5 sl + A gl + Ag 1Q%/lo
Finally, we have
ur(t, F)|* = |8l + 8,QF
<287 N2l + 82 11Q2Me)(L + |F) — (79)
<L+ |FP).
For the stochastic part,
ICi(t, S)P = of ISP < af(1 + |SP),
|C2(t) E)Iz < 022(1 + |E|2))
|Cs(t, ) < a3(1 + |,
ICa(t, I)P < 071 + |I%), (80)

|Cs(t, Q)P < a2(1 + |QP),
Co(t, R < 6¢(1 + [RP),
Co(t, F)P < a7(1 + |FP2).

Thus, we verified the first condition if the following is
satisfied:

max{my, my, ms, my, ms, mg} < 1. (81)
We now prove the Lipschitz condition
[u(t, $1) - w(t, $H
= (=B, = YO - B,(A - YOI, - u)(S' - SHP
< 3|1 - YOHBAL+BALD + pAlIS* - S7P
< 31 - Yo sup A+p sup )t - s 2
0<t<T 0<t<T
< 31 - YORBE Nl + B2 2Nl + uDIIST = S7P
< LISt - s,
lua(t, ET) = wp(t, EHP =|-(p + w)(E - EA)P
<lef + (9 + wWIE* - E?P (83)

<h|E' - EP,

DE GRUYTER

lus(t, 1) = us(t, I = |=(as + & + As + (I3 = I

<lef + (as+ S+ A+ I - 2P (84)
<L - IR
lua(t, I) = ua(t, )P = |=(aq + Ag + )l = IDP
<les + (@q + Ao + WP - P (85)
<y I - 2P,
lus(t, QY = us(t, QP =1-(Aq + & + w)(Q' - QA
<lef + (g + 8, + wHIQ - Q*F (86)
< 1Q - Q%
|ug(t, RY) ~ ug(t, R} = |-u(R* - R?)P
<led + pHIR* - R (87)
<Is|R' - R?P,
lus(t, F1) - us(t, FOP < T [F1 - F22, (88)
Also, we write
3
|Cl(t7 Sl) - Cl(t! SZ)lZ < Eo-lz |S1 - SZlZ’
3
|C2(t7 El) - CZ(t7 E2)|2 < EUZZ |E1 - E2|2,
3
166 15) = Gt )P < S o3 I = KF,
3
Gt 1) = Cult, IDF < 505 1l = I (89)

3

IG5(t, @Y = Gs(t, Q)P < 08 Q" - Q°F,
3

|Cs(t, RY) = Cg(t, RH)P < 5062 |R! - R%2,
3

IGo(t, FY) = Co(t, FHP* < 5072 |F1 - F22,

Then, we can conclude that the system has a unique solution.

6.2 Numerical solution of stochastic COVID-
19 model with Mittag-Leffler kernel

In this subsection, we present a numerical algorithm based

on the Newton interpolation polynomial to solve stochastic

model with Mittag-Leffler kernel:
APDES(t) = Fi(S, E, I I, Q, R, F, ) + 0:S()dBy(0),
ABCDEE(t) = Fy(S, E, I, I, Q, R, F, t) + 0,E(t)dBy(t),
APEDEI(D) = Fy(S, E, I, I, Q, R, F, ) + a3li()dBy(0),
APCD{T(t) = Ei(S, E, s, Io, @, R, F, 0) + aul(6)dBy(t), (90)
APGDEQ() = Fi(S, E, Iy I, Q R, F, ) + 05Q(1)dBs (D),
APEDIR() = Fi(S, E, I, I, Q, R, F, 0) + GGR(©)dBs(D),
ABCDEF(t) = Fy(S, E, I, I, Q, R, F, t) + a;F(t)dB(t),
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subject to

g; = (0-1: 02, 03, 03, 0s, O, 0'7), i= 1: ) 7:
Bi(t) = (B:(t), Bo(1), Bs(t), Ba(t), Bs(t), Be(t), By(1)).

The aforementioned model can be solved using the Newton
interpolation polynomial as follows:

91

Y(tr) = Y(0) + ——LF(¥™, £,)

AB(a)
+ L R () Biltrer) - Bi(ty))
AB(a)
a(At)? -

B ——— (yk-
AB(a)I'(a + 1) gzﬂ(y %, tk-2)A

' AB(a)I(a + 2) I;[E(Y )
- E,(yk—z’ tk—z)]Az
2AB(@)T(a + 3) 5,
JEOP ) - 2RV, )
YE(Y*2, ty) 3
AB(@)I(a +1) 5
- Bi(tk))Al.

The numerical simulations will be depicted using the same
parameters in Eq. (60). Also, we consider the following
initial data and stochastic constants:

(92)

6;Y;(tr)(Bi(tr+1)

S(0) = 2,150, E(0) = 1,750, I,(0) = 3,930,
I,(0) = 1,965, Q(0) = 94, R(0) = 3,766, F(0) = 10,
01 = 0.0003, o0, = 0.0011, oz = 0.0012,

oy = 0.00021,
05 =0.0008, g = 0.0003, o7 = 0.0007.

(93)

The numerical simulations for stochastic system of COVID-19
spread are shown in Figures 5-8.

6.3 Numerical solution of COVID-19 model
with piecewise derivative

In this section, we combine two concepts called determi-
nistic and stochastic for the considered model using piece-
wise derivative. To do this, we consider a piecewise process
where the spread displays three processes, namely, clas-
sical behaviors, stochastic behaviors, and finally nonlocal
behaviors. In this case, if we consider T as the last time of
the spread, this is to say, the last day where a new infection
occurs, then, for the first period of time ranging from 0 to

Prediction of COVID-19 spread with models in different patterns

-—_ 1"

T;, the mathematical model will be constructed with clas-
sical differential operator, the second-phrase stochastic
approach will be used, the model will be with the
Atangana-Baleanu differential operator and finally at
the last phase. The mathematical model explaining this
dynamic is then presented as follows:

%=F(t,Y), ifo<t<T,

Y(0) = Yo, i=1,2,..,7,

DY = F(t,Y), if T<t<T, 94)
Yi(T) = Y1,

dY(¢) = F(t, Y)dt + o;¥dBy(t), if ,<t<T,

Y(L) = Yz

Using the same routine, the numerical solution can be
obtained as

" < [23 4
Y= ¥(0) + 3 | 5F (G, ) = g, Y
j =2

5
+ EF(tjl—Z’ le—Z) At) 0<ts< le

N alt
AB(a)T(a + 1)

1-a
AB(a)

Y = Yi(T) + F(tn, Yn,)

n

Y F(tj,-2, Yj,-2){(ny = j, + D* = (np = jp)%
Jp=m+3

alt <

A s) 2 P e

= F(t},-2, Y},-2)]
(ng = jo + Dy = j, + 3 + 2a)

—(ny = j,)*(nz = j, + 3 + 3a)

)

. alt Z
24B@T(@+3) , 5., (95)
[F(t), Y},) = 2F(tj,-1, Yj,-1) + F(tj,-2, ¥j,-2)]
2(ny - j,)*

(ny = j, + DY+(Ba + 10)(n; - ji,)

+2a% + 9a + 12
x , [1st<T,

2(ny - j,)*
—(nz = j)%+(Ga + 10)(ny - j,)
+6a% + 18a + 12

s < [23 4
YE=Y(h)+ ) |ZFt,Y) - —F(tj-1, Y1)
| 12 3

J3=na+3

5
+ EF(tjg—z, Y;,-2) At

oo , .
+ 0 ) YEBET - B, h<t<T.
j=i
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Figure 5: Numerical visualization for the class of susceptible and infected individuals.
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Figure 6: Numerical visualization for the class of symptomatically and asymptomatically infected individuals.
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Figure 7: Numerical visualization for the class of quarantined and recovered individuals.
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Figure 8: Numerical visualization for the class of died individuals.
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The numerical simulations of model with piecewise dif-
ferential and integral operators are performed for a = 0.9
in Figures 9-12.

For another case, we can consider the following
system:

dY(¢) = F(t, Y)dt + 6iYdBi(t), if0<t<T,
Yl(o) = Yi,O! l = ]-: 2: eeey 7:
AEDY = F(t,Y), i hst<TD,

(96)
Yi(h) = Yy,
dY(t) = F(t, Y)dt + o¥dBy(t), if T, < t < T,
¥(L) = Y.

The numerical simulations for the aforementioned model
are given in Figures 13-16.

Time

Figure 9: Numerical visualization for the class of susceptible and infected individuals.
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Figure 10: Numerical visualization for the class of symptomatically and asymptomatically infected individuals.
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Figure 11: Numerical visualization for the class of quarantined and recovered individuals.
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Figure 12: Numerical visualization for the class of died individuals.
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7 Modification of COVID-19 model
with the rate indicator function

In this section, we modify model presented in this study by
the rate indicator function introduced by Atangana and Araz
[23]. First, we shall present the definition of the rate indicator
function. The rate between two days can be calculated as

r = Ja = Ja ©7)

1 )
div1 — d;

where f;  is the observed data of day d;.,. The daily rate
indicator function can be defined by

r(t) = fy, + it - d))

N ) (98)
=f;1i + 2114(1 gl(t_ dl)
i+1 — Wi

' 0=0.9
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Figure 13: Numerical visualization for the class of susceptible and infected individuals.
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Figure 14: Numerical visualization for the class of symptomatically and asymptomatically infected individuals.
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Figure 15: Numerical visualization for the class of quarantined and recovered individuals.

The considered model with classical derivative can be

1600 L ' | / ' | ' ' I—"=09 modified with the rate indicator function as follows:
1400 §'(®)y=p - B, - Y&OSL - B, - Y&)SI; — uS,
1200 E'(t) = B(1 = Y&)SIs + B,(1 - Y&)SI; — (¢ + WE,
1000 - 1 L(6)=1 - 60)E - r(t)(as + & + As + W,

= o ! ()= 00E = (g * A + 1l
600 | ] Q' (V) = agls + agly — (A4 + & + WO,
400 | 1 R'(t) = Asks + Aody + AqQ — UR,
200 | F'(t) = &ls + 840,

0 10 20 30 40 5 60 70 8 90 such thatas + 8 + Ag + u = 1.
Time

Figure 16: Numerical visualization for the class of died individuals.
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7.1 Comparison between real data and
model with rate function

In this subsection, we compare our model with experi-
mental data in Russia since it is well known that mathe-
matical models contribute to understanding and analyzing
real-world problems. In order to compare infected cases in
Russia with the model, the weekly data have been used
from March 2, 2020, to August 29, 2022 [1].

Situation 1. Comparison between real data and the
deterministic model

To achieve our aim, we consider the deterministic
model

ABEDES(t) = p = B(1 = YESI — B, (1 - YEISI, — uS,
ABSDEE(t) = B(1 = YESE + B,(1 - YESI, ~ (¢ + WE,
ABEDII() = (1 = O)QE = r(t)(as + 8 + A + W,
ABEDIL(1) = O9E = (aq + Ao + i,

ABEDIO(E) = sl + Aalo — (Ag + 84 + WO,

ABEDER(t) = Asks + Agly + AqQ — LR,

ABSDEF(t) = 8l + 840,

(100)

with the initial conditions

S(0) = 144,000,000, E(0) = 130,000,000, (0) = 5,
1,(0) = 5, Q(0) = 94, R(0) = 6; F(0) = 0.

(101)

While performing the simulations, the following para-
meters are taken as

p = 12,500,000, B, = 2, ¥ = 0.1, &= 0.5,
B, =05, u= 36529 x 1078,

1
G =034, 8= 0015, A = =, € =03,

1 1

20" Y~ 150°

0= 0.06, A, = 0.0005, & = 0.0015,
N = 144,000,000

(102)
62 =0.015, A4 =

The comparison between experimental data in Russia and
the deterministic model is presented in Figure 17.

When Figure 17 is examined, although the determi-
nistic model is successful in predicting the future of the
process, it has not been observed that it is successful
enough in capturing the cumulative cases exactly.

Situation 2. Comparison between real data and sto-
chastic model

We now consider the following model with stochastic
constant:

DE GRUYTER

<10°

Prediction
() Russia Data D

The number of infected cases
IS
¢

C 1C 20 30 40 50 60 70 80
Time

Figure 17: Comparison between the deterministic model and accumu-
lative data in Russia.

§DS(t) = p - B.(1 - YESL - B,(1 - YE)SI - uS

+ 01SdB; (1),

SDIE(t) = By(1 - YEISI, + B, (1 - YE)SI, — (9 + WE
+ g,EdBy(1),

SDYI(t) = (1 - O)QE - r(t)(as + & + As + W (103)
+ USIsdBS(t),

§DMA(t) = 09 — (a + Aq + iDIa + 0uladBy(0),
6DFQt) = agl + aaly = (g + 64 + W)Q + 05QdBs(1),
SDFR(t) = Ass + Agly + AqQ — LR + T6RABg(2),
SDFE(t) = 85 + 8,Q + 07FdB (1),

with the initial conditions

S(0) = 144,000,000, E(0) = 130,000,000, I(0) =5,

1,(0) =5, Q(0) = 94, R(0) = 6, F(0) = 0. (104)

While performing the simulations, the following para-
meters are taken as

p = 12,500,000, B, =2, ¥ =01, £= 0.5,

B, =05, u=36529 x 1075,

1
a;=0.34, & =0.015, A = —,

50

1 1 (105)
a; =03, §,=0.015 A, = %, Q= m,

6 =0.06, A, = 0.0005, &, = 0.0015,
N = 144,000,000.
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Figure 18: Comparison between stochastic model and real data in
Russia.

The comparison between experimental data in Russia and
stochastic model is presented in Figure 18.

When Figure 18 is examined, it is observed that the
model with stochastic constant captures more cumulative
cases after the 50th week. Although the model with sto-
chastic constant, which is successful in exhibiting non-sta-
tionary processes is not able to fully capture the cumulative
cases, it is seen that it gives better results than the determi-
nistic model.

Situation 3. Comparison between real data and piece-
wise model

In this case, we deal with the following model:

Y'(t)=F(tY), if 0<st<T
Y(0)=Yy, i=12..,7,
GDI% = F(Y), f H<t<T,
Y(h) = Y,
ABCna :
DY, =F(,Y), ifL<t<T;
L7t i ( ) 2 3 (106)
Y(L) = Yy,
GO =FY), f T<t<T,
Yi(T3) = Y3,
Y(t)=F(tY), f L,<t<T,
Y(Ty) = Y4
with the initial conditions
S(0) = 144,000,000, E(0) = 130,000,000, L(0) = 5,(107)

1,(0) =5, Q(0) = 94, R(0) = 6, F(0) = 0.

While performing the simulations, the following para-
meters are taken as

Prediction of COVID-19 spread with models in different patterns
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Figure 19: Comparison between deterministic model and accumulative
data in Russia.

p = 12,500,000, B, = 2, ¥ = 0.1,
£=05, B, =05, i =3.6529 x 1078,

1
0 =034, 6,= 0015, X = o,
1 . (108)
=0. =0.015 Ag= —, ¢ = —
UG =03, 6= 0015 A = o5, ¢ = 70

6 =0.06, A, = 0.0005, &, = 0.0015,
N = 144,000,000.

The comparison between experimental data in Russia and
the deterministic model with piecewise derivative is given
in Figure 19.

Now, let us compare the modified model by adding the
stochastic constant to the piecewise model and the real
data. Such model is represented by

dy(t) = F(t, Y)dt + oYidB(t), if 0<t<T,
Y(0)=Yei=12..7,

I = F(t,Y), f T<t<T,

Y(h) = Y,

VEDIY = B Y) + YR, M BT o
Y(L) = Y,

GDIY = F(t,Y), if Z<t<T,

Yi(B) = Vi3,

() =FtY), ifT,<ts<T,

Y(Ty) = Y4

where a = 0.98, g; = 0.1, and G; = 0.0013. The comparison
between experimental data in Russia and stochastic—deter-
ministic model is shown in Figure 20.
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Figure 20: Comparison between deterministic-stochastic model and real
data in Russia.

In Figure 19, it can be clearly seen that the piecewise model
performs quite well for cumulative cases compared to the pre-
vious two situations. In order to capture more data points, it is
concluded from Figure 20 that the model where stochastic is
added in the first and third intervals reach more reality.

Situation 4. Comparison between real data and model
with the rate indicator function

Here, we modify the considered model by the rate
indicator function, which is given by

S'()=p - B - y&SL - B,(1 - Y§)SI, — uS,
E'(t) = B(1 = Y&)SL + B,(1 = &SI — (¢ + WE,
L) =1 - 0)pE - r(t)as + & + As + Wi,

1;(t) = 09E = (aq + Aq + (],

Q'(t) = asls + agly = (Ag + & + WO,

R(8) = Asks + Al + AqQ — UR,

F/(t) = 8 + 8,Q,

(110)

wherea; + § + Ag + u = 1. The initial conditions are as follows:

S(0) = 144,000,000, E(0) = 13, L(0) = 2,

I,(0)=4, Q(0)=2, R(0)=2, F(0)=1. ath

While performing the simulations, the following para-
meters are considered as

p =0.0000195, B, = 0.01, 1 = 0.1, = 0.5, 8, = 0.5,

u=03
a=03, 8 =02, A =02, a, =03, 112)
1 1
5,=0.0015, Ag= —, 0= —, 6=07,
a =90 %7 450
A= 0.0005, & = 0.0015, N = 144,000,000.
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Figure 21: Comparison between deterministic model with rate function
and real data in Russia.

The comparison between experimental data in Russia and
model with the rate indicator function is performed in
Figure 21.

As shown in Figure 21, the model to which the rate
indicator function is added has been quite successful in
predicting infected cases in Russia.

8 Conclusion

In this study, a mathematical model depicting a COVID-19
outbreak is modified using different differential operators.
The model is considered in four different situations, first
deterministic, then stochastic, then piecewise derivative,
and finally with the rate indicator function. For these
models, various analyses are presented, including basic
reproduction number, equilibrium points, existence, and
uniqueness. Numerical simulations are depicted for each
situation of the model. Finally, the best scenarios have
been examined by comparing the weekly and cumulative
data from March 2, 2020, to August 29, in Russia, with the
deterministic model, stochastic model, piecewise model,
and model with the rate indicator function. In this study,
our focus was on the fact that the deterministic model is
less reliable when dealing with cumulative data for Russia,
and thus, the stochastic model is preferred for capturing a
greater number of points. Still, when we evaluate real
cumulative data, this study reveals that it has been noted
that as the number of cases starts to level out, there is a
subsequent rise in the overall data, which can be more
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accurately portrayed using piecewise model. Our analysis
showed that the three cases used for predicting cumulative
data were insufficient in predicting daily data. To over-
come this, we considered the case incorporating the rate
indicator function proposed by Atangana and Araz. As a
result, we have analyzed the functionality of the rate indi-
cator function, and it has been proven to have a high level
of accuracy in predicting daily data. Briefly, according to
the obtained results, the model with piecewise derivative
gives better results than the deterministic and stochastic
model for cumulative cases. However, none of the models
were successfully enough for the weekly data. However,
upon the examination of the presented simulations, it is
evident that the model incorporating the rate indicator
function has been the most successful in accurately repre-
senting both cumulative and weekly data. It is clearly seen
that the rate indicator function will open new doors in
mathematical modeling.
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