	Cell source
	Cell passage
	Subpopulations
	Characteristics
	References

	ADSCs
	3
	1
	May relate with microenvironment maintenance
	Qu et al. (1)

	
	
	2
	Directly participate in ossification
	

	
	
	3
	Directly participate in ossification
	

	
	
	4
	May relate with endochondral ossification
	

	ADSCs
	5
	1
	Multipotential differentiation cells
	Liang et al. (2)

	
	
	2
	Self-regulatory cells
	

	
	
	3
	Self-renewal cells
	

	
	
	4
	Immunoregulatory cells
	

	
	
	5
	Metabolism and hematopoiesis associated cells
	

	BMSCs
	6,7
	1
	Stem-like active proliferative cell
	Zhang et al. (3)

	
	
	2
	Tripotent multipotent MPCs
	

	
	
	3
	Unipotent preadipocytes
	

	
	
	4
	Bipotent prechondro-osteoblasts
	

	
	
	5
	Immunoregulatory prechondrocytes
	

	
	
	6
	Pre-smooth muscle cells
	

	BMSCs
	1
	1
	Stemness subpopulation
	Xie et al. (4) 

	
	
	2
	Functional subpopulation
	

	
	
	3
	Proliferative subpopulation
	

	
	
	4
	Proliferative subpopulation
	

	
	
	5
	Monocytes/macrophages
	

	
	
	6
	Monocytes/macrophages
	

	
	3
	1
	Stemness subpopulation
	

	
	
	2
	Proliferative subpopulation
	

	
	
	3
	Functional subpopulation
	

	
	
	4
	Proliferative subpopulation
	

	
	
	5
	Proliferative subpopulation
	

	
	
	6
	Senescent cells
	

	
	
	7
	Monocytes/macrophages
	

	ADSCs and BMSCs
	1
	1
	Tissue conserved
	Wang et al. (5)

	
	
	2
	
	

	
	
	3
	
	

	
	
	4
	
	

	
	
	5
	
	

	
	
	6
	ADSC specific
	

	
	
	7
	
	

	
	
	8
	BMSC specific
	

	ADSCs and BMSCs
	ADSC: 3; BMSC: Telomerase-immortalized
	1
	Chondrocyte lineage MSCs
	Hou et al. (6)

	
	
	2
	Adipocyte/myocyte lineage MSCs
	

	
	
	3
	Osteocyte lineage MSCs
	


Table S1. Summary of studies on the heterogeneity within cultured ADSCs and BMSCs
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