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Table 1: Downstream molecules list of miR-100-5p
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homeobox A1
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ENSTO0000376838.1 hanistic target of rapamyci inefthreonine kinase)
ENSTO0000487099.2 nuclear receptor subfamily 6, group A, member 1

ENSTO0000374694.1  frizzled family receptor 8

ENSTO0000394480.2 neurcirophic tyrosine kinase, receptor, type 3
ENSTO0000230461.6 transmaembrane protein 30A

ENSTO0000402538.3 RAS guanyl

protain 3 (calcium and DAG

ENSTO0000064724.3 claudin 11
ENST00000155926.4  tribbles pseudokinase 2

ENSTO0000311922.3  tribbles pseudokinase 1

ENSTO0000512215.1  protein phosphatase 3, catalytic subunit, alpha isozyme
ENSTO0000322357.4  zinc finger and BTE domain containing TA
ENST00000405379.2  grainyhead-like 1 (Drosophila)

ENSTOD000340353.7  transmembrane protein 135

ENSTO0000526757.1  suppression of tumorigenicity 5

ENSTO0000395366.2 protein phosphatase 1, catalytic subunit, beta isozyme
ENSTO0000448238.2  Nipped-B homolog (Drosophila)

ENSTO00000333027.3 myotubularin related protein 3
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peplidase inhibitor 15

ENSTO00000302550.11 desumoylating isopeptidase 2
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Representative
miRNA
hsa-miR-100-5p
hsa-miR-89b-5p
hsa-miR-9%a-5p
hsa-miR-89a-5p
hsa-miR-100-5p
hsa-miR-89a-5p
hsa-miR-100-5p

hsa-miR-100-5p
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Table 1: Continued

SMARCD1  ENSTO0000384963 4 m&mﬂﬁm1 RGP (RO 952 SiesnUTR 1 0 0 1 0 0 0 0 0 hsamR9%5p
NXF1 ENST00000531709.2 nuclear RNA export factor 1 1017 StesinUTR 1 0 0 1 0 0 0 0 0 hsa-miR-1005p
SLCA4At  ENSTO0DD0374720.3  solute carrier family 44 (choline transporter), member 1 407  SitesinUTR 0 1 0 0 0 0 0 0 hsamR1005p
ETV3 ENST00000368192.4  ets variant 3 37 StesinUTR 1 0 1 0 0 0 0 0 0 hsa-mR9%a5p
KOM6B ENSTO0000254846.5 _Iysine (K)-specific demethylase 68 8 SikesinUTR 1 0 1 0 0 0 0 0 0 hsamR995p
RRAGD ENST00000368415.4 Ras-related GTP binding D 644 SitesinUTR 1 4] 1 0 1 0 1 i} 0  hsa-miR-100-5p
ZZEF1 ENSTO0000381638.2  zinc finger, ZZ-type with EF-hand domain 1 83 SitesinUTR 1 (] 1 o o o 0 0 0 hsa-miR-100-5p
TRIMT1 ENSTOOD00383763.5  tripartite motif containing 71, E3 ubiguitin protein ligase &7 SitesinUTR 1 (i} 1 0 o o 1] (i} 1  hsa-miR-89a-5p
CYP26B1  ENSTO0000001146.2  cytochrome P450, family 26, subfamily B, polypeptide 1 1315 SitesnUTR 1 0 1 0 ©0 0 © 0 0 hsa-mR-1005p
CcDYL2 ENSTO0D00570137.2 chromodomain protein, Y-like 2 238 SitesinUTR 1 o 1 o 1]} i} 0 (i} 0 hsa-miR-99b-5p
IGFIR ENST00000268035.6  insulin-like growth factor 1 receptor 561 SiesnUTR 1 1 0 0 0 0 ©0 0 0 heamiR9%-5p
TADK1 ENSTO0D00261716.3 TAO kinase 1 164 SitesinUTR 1 1 o o o o 0 o 0  hsa-miR-100-5p
THAP2 ENST00000308086.2 THAP domain containing, apoptosis associated protein 2 109 SiesinUTR 1 1 0 0 0 0 0 0 0 hsamR100:5p
SATB1 ENSTO0000338745.6 SATE homeobox 1 312 SitesinUTR 1 1 0 0 0 0 1] 0 0  hsa-miR-99b-5p
AGO2 ENST00000220592.5  argonaute RISC catalytic component 2 350 StesnUTR 1 0 1 0 0 0 0 0 0 hsamiR-1005p
BMPR2 ENSTO 742 bone morphogenatic protein receplor, type Il (serinefthreonine kinase) 267  SitesinUTR 1 0 0 1 0 0 0 0 0 hsamiR-1005p
ZNRF2 ENSTO0000323037.4 zine and ring finger 2 403 SiesnUTR 4 (0 0 1 0 0 0 0 0 heamiR-1005p
ICMT EN 38135 isoprenylcysteine carbaxyl methyltransf 558 SiesnUTR 1 0 1 0 0 0 0 0 0 hsamR9%5p
RMNDSA  ENSTO0D00283632.4  required for meiotic nuclear division 5 homolog A (S. cerevisiae) 21 SiesnUTR 1 0 0 1 0 0 0 0 0 hsamiR9%5p
FZD5 ENSTO0000285417.3  frizzled family receptor 5 122 SitesinUTR 1 0 1 0 o 0 0 0 0  hsa-miR-100-5p




