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Supplementary Table 1: Primers for PCR amplification of a) SRD5A2 and b) AR.                                                                                                                                                   
a) Primers for SRD5A2 
	No.
	Primer Name
	 5' to 3'
	Length
	Tm (°C)
	Size

	1)
	SRD5A2-ex1-F
	GAGGTGGGAGGCAGGATG
	18
	55
	494 bp

	2)
	SRD5A2-ex1-R
	GCTCTACGCTGCGCTCCT
	18
	
	

	3)
	SRD5A2-ex2-F
	GTTAAGGCGAAATGGCAGAG
	20
	52
	356 bp

	4)
	SRD5A2-ex2-R
	CATGGCGATGTAGATTGTGG
	20
	
	

	5)
	SRD5A2-ex3-F
	GCCCCTCCTTTCATTTTAGC
	20
	52
	299 bp

	6)
	SRD5A2-ex3-R
	TATCATTCGTGCCCTCACTG
	20
	
	

	7)
	SRD5A2-ex4-F
	CCAAGAGGATTCCACCAAAC
	20
	52
	387 bp

	8)
	SRD5A2-ex4-R
	CAATCTTCCTCTGCGGGTTA
	20
	
	

	9)
	SRD5A2-ex5-F
	AGGCTGTGGGAAGGAGAAAT
	20
	52
	441 bp

	10)
	SRD5A2-ex5-R
	GAAGCTTCAGTTGGGGATCA
	20
	
	



b) Primers for AR
	No.
	Primer Name
	Sequence 5’ to 3’
	Length
	Tm (°C)
	Size

	1)
	AR-ex1a-F
	AGCCTGTTGAACTCTTCTGAGC
	22
	55
	998 bp

	2)
	AR-ex1a-R
	GCAGTATCTTCAGTGCTCTTGC
	22
	55
	

	3)
	AR-ex1b-F
	TGAGTCCAGGGGAACAGCTT
	20
	54
	955 bp

	4)
	AR-ex1b-R
	CCAGGGGCAATCTGAGTGTT
	20
	54
	

	5)
	AR-ex2-F
	GCAGGTTAATGCTGAAGACC
	20
	52
	358 bp

	6)
	AR-ex2-R
	GGCCTTGCCAATGACTCTAT
	20
	52
	

	7)
	AR-ex3-F
	GTTTGGTGCCATACTCTGTCCA
	22
	55
	312 bp

	8)
	AR-ex3-R
	AAAATGAGGGAGAAGGGGGAGA
	22
	55
	

	9)
	AR-ex4-F
	TGTGACCAGGGAGAATGGTGAT
	22
	55
	511 bp

	10)
	AR-ex4-R
	CTGCCTGAGTTAATGGGCAGAA
	22
	55
	

	11)
	AR-ex5-F
	AGAGCATCTCTGCCCAACAG
	20
	54
	299 bp

	12)
	AR-ex5-R
	CATCACCACCAACCAGGTCT
	20
	54
	

	13)
	AR-ex6-F
	GAGACATTCCCTCTGGGCTTA
	21
	54
	300 bp

	14)
	AR-ex6-R
	CAGGAGCTGGCTTTTCCCTAA
	21
	54
	

	15)
	AR-ex7-F
	GGGGTCAAGTCTGTGGTCA
	19
	53
	354 bp

	16)
	AR-ex7-R
	GAAGCACCTCCCAACAGGT
	19
	53
	

	17)
	AR-ex8-F
	GAAGGGGGAGGAAACAAAAG
	20
	52
	375 bp

	18)
	AR-ex8-R
	AGGAAATTCCCCAAGGCACT
	20
	52
	





Supplementary Table 2: Characteristics of each mutation.                                                                                             

	#No
	Gene
	gDNA
	Protein
	Polyphen
	SIFT
	rsid
	Wild-type amino acid
	Charge
	Changed amino acid
	Charge
	Domain

	1
	SRD5A2
	c.16C>T
	p.Q6X
	stopgain
	stopgain
	rs9332960
	Gln (Q)
	polar
	stop
	-
	TB

	2
	SRD5A2
	c.59T>C
	p.L20P
	POSSIBLY DAMAGING (0.826)
	TOLERATED (0.20)
	Sahakitrungruang et al.(9)
	Leu (L)
	nonpolar
	Pro (P)
	nonpolar
	TB

	3
	SRD5A2
	c.383A>G
	p.Y128C
	PROBABLY DAMAGING (0.999)
	TOLERATED (0.17)
	novel
	Tyr (Y)
	polar
	Cys (C)
	polar
	?

	4
	SRD5A2
	c.547G>A
	p.G183S
	PROBABLY DAMAGING (1.000)
	DAMAGING (0.02)
	rs121434247
	Gly (G)
	nonpolar
	Ser (S)
	polar
	?

	5
	SRD5A2
	c.607G>A
	p.G203S
	PROBABLY DAMAGING (1.000)
	DAMAGING (0.00)
	rs9332961
	Gly (G)
	nonpolar
	Ser (S)
	polar
	?

	6
	SRD5A2
	c.680G>A
	p.R227Q
	POSSIBLY DAMAGING (0.956)
	DAMAGING (0.03)
	rs9332964
	Arg (R)
	basic
	Gln (Q)
	polar
	?

	7
	AR
	c.1706G>T
	p.G569V
	PROBABLY DAMAGING (1.000)
	DAMAGING (0.00)
	CM952077
	Gly (G)
	nonpolar
	Val (V)
	nonpolar
	DBD

	8
	AR
	c.2176C>T
	p.R726C
	PROBABLY DAMAGING (1.000)
	DAMAGING (0.00)
	novel
	Arg (R)
	basic
	Cys (C)
	polar
	LBD

	9
	AR
	c.2191G>A
	p.V731M
	PROBABLY DAMAGING (1.000)
	DAMAGING (0.00)
	rs137852571
	Val (V)
	nonpolar
	Met (M)
	nonpolar
	LBD
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