Suppl. Table 1. The result of wood DNA tested with SCAR-172 primers 

	Sample 
	DNA source
	Origin
	Genotype (bp)

	iw21a
	wood – outer
	Tering Borneo
	418
	418

	iw21a
	wood – middle
	Tering Borneo
	 -
	 -

	iw21a
	wood – inner 
	Tering Borneo
	 -
	 -

	iw28a
	wood – outer
	Tering Borneo
	418
	421

	iw28a
	wood – middle
	Tering Borneo
	 -
	 -

	iw28a
	wood – inner
	Tering Borneo
	 -
	 -

	iw31
	wood
	Borneo
	 -
	 -

	LW6
	leaf
	Ketapang Borneo
	418
	421

	589
	leaf
	Asialog Sumatra
	427
	427


Suppl. Figure 1. Sequences of two AFLP-172 fragments. Adapter/primer sequences that do not belong to genomic DNA are underlined. The inverse primers are shown by arrows. PstI restriction site is marked in bold.

Allele       10        20        30        40        50        60        70        80        90       100 

     ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|

427S GATACAGGGCAGCAATCACATGGATAGACTCAGCAGCTAATGGATAATTTTAGGCTTAAAGGGGGCTATCACATACCAAAAGTTCAGCAAGTAAGGCCGG 

426S .................................................................................................... 

427B ....................................................................................................

421B .................................................................................................... 

418B .................................................................................................... 

409B .................................................................................................... 

             110       120       130       140       150       160       170       180       190       200 

     ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|

427S AGCTGGCAGGTTTGGGGGAGAGCCGGCGGGAAGTGCTGGGAAATTTAGGGGAATCTACCGAAAATTGGGWGGAACCAAGAGAAATTAGAGTAAACCCAAG 

426S .....................................................................T.............................. 

427B .....................................................................A..............................
421B .....................................................................A.............................. 

418B .....................................................................A.............................. 

409B .....................................................................A............---------......... 

             210       220       230       240       250       260       270       280       290       300 

     ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|

427S CTAATTCAAGGAAGAACAAAGGAATTAGTGGCTGTTTCTTACCCAAAAATTTGAAGAATTCACACCCACACAATGAAGAGCAGTRGATAGAAATAGAAGT 

426S ................A...............................T...................................A............... 

427B ................A...................................................................G...............
421B ....................................................................................A.......------.. 

418B ..................................................---...............................A.......------.. 

409B ..................................................---...............................A.......------.. 

             310       320       330       340       350       360       370       380       390       400 

     ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|

427S AACAGAGCAGAGCAGATCCTGAATTTCTCTGCAGGGGGGAGGTTTCAAGGCTCCAAATCTTGTTCTTGAACAAGAAAAGAAAGGAAAAATCAAGCTCTCT 

426S ......................................-............................................................. 

427B ....................................................................................................
421B .................................................................................................... 

418B .................................................................................................... 

409B .................................................................................................... 

             410       420       430  

     ....|....|....|....|....|....|.

427S TACCGTTTCTTGAGGGTGGGTGCTGTGTCGA 

426S ............................... 

427B ...........A...................
421B ...........A................... 

418B ...........A................... 

409B ...........A...................

Suppl. Figure 2. Sequences of allele SCAR-172. Dots represent the same nucleotide as in the first row. Different nucleotides indicate the presence of single nucleotide polymorphisms (SNPs). Gaps indicate the absence of nucleotides in given alleles. R means nucleotide guanine or adenine. W means nucleotide thymine or adenine. The last letter of the allele indicates the origin of samples: Sumatra (S) or Borneo (B). 
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Suppl. Figure 3. The pattern of PCR-RFLP for samples from Sumatra (S, pattern 0) and Borneo (B, pattern 1) obtained after amplification using SCAR markers and restriction with enzyme MseI. 
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Suppl. Figure 4. Homoplasy test by application MseI+4 primer. AFLP-172 fragments are shown by arrows. A, B, C: AFLP fingerprints using primer combination E-ACA/M-GAA. (A) Sample 1404 (S. leprosula from Borneo as positive control), (B) Sample 564 (S. parvifolia 564-AS), (C) Sample 572 (S. parvifolia-572-AS), (1-4) M+GAAA, M+GAAC, M+GAAG, M+GAAT, respectively.
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