Supplementary Figure 3 — Elevated HbA2 and HbF
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Supplementary Figure 3 — Elevated HbA2 and HbF. A. Representative
chromatogram for elevated HbA2. B. Bias vs target value (Trinity Premier Hb9210)
as compared to the % of elevated HbA2 (n=10, HbA2 4.4 — 6.5%). C. Deming
regression analysis of HbA1c quantification for elevated HbA2 (grey dots and line)
with ARKRAY HA-8190V vs Trinity Premier Hb9210. As control and quality criteria
normal level HbA2 patient samples were used (black dots and line), dotted lines
represent 10% limits around HbA regression line. D. Representative chromatogram
for elevated HbF. E. Bias vs target value (ARKRAY HA-8180V) as compared to the
% of elevated HbF (n=20, HbF 2.7 — 36%). F. Deming regression analysis of HbA1¢

quantification for elevated HbF.



