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Abstract

Background: Interpretation of the complete blood count 
(CBC) parameters requires reliable biological variation 
(BV) data. The aims of this study were to appraise the 

quality of publications reporting BV data for CBC para-
meters by applying the BV Data Critical Appraisal Check-
list (BIVAC) and to deliver global BV estimates based on 
BIVAC compliant studies.
Methods: Relevant publications were identified by a sys-
tematic literature search and evaluated for their compliance 
with the 14 BIVAC criteria, scored as A, B, C or D, indicating 
decreasing compliance. Global CVI and CVG estimates with 
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95% CI were delivered by a meta-analysis approach using 
data from BIVAC compliant papers (grades A–C).
Results: In total, 32 studies were identified; four received 
a BIVAC grade A, 2 B, 20 C and 6 D. Meta-analysis derived 
CVI and CVG estimates were generally lower or in line with 
those published in a historical BV database available 
online. Except for reticulocytes, CVI estimates of erythro-
cyte related parameters were below 3%, whereas platelet 
(except MPV and PDW) and leukocyte related parameters 
ranged from 5% to 15%.
Conclusions: A systematic review of CBC parameters has 
provided updated, global estimates of CVI and CVG that will 
be included in the newly published European Federation of 
Clinical Chemistry and Laboratory Medicine BV Database.

Keywords: biological variation; erythrocyte; haemoglo-
bin; leukocyte; meta-analysis; platelets.

Introduction
The complete blood count (CBC) is one of the most com-
monly ordered blood tests in clinical practice. Defining 
analytical performance specifications (APSs) for each CBC 
component is essential to ensure that the measurement 
error will not distort the clinical interpretation of the result 
[1–4]. According to the consensus statement delivered by 
the 1st Strategic Conference of the European Federation of 
Clinical Chemistry and Laboratory Medicine (EFLM), the 
recommended approaches for deriving APS should pref-
erably rely on (1) the effect of measurement performance 
on clinical outcome (model 1) or on (2) the biological 
variation (BV) of the measurand (model 2) [5, 6]. If APS 
based on these models cannot be made, state-of-the-art, 
defined as the highest level of performance technically 
achievable, could be used (model 3). However, it is gen-
erally agreed that analytical quality should be compared 
against objective APSs, considering that models 1 or 2 are 
preferred [7, 8]. On the basis of a preliminary list prepared 
by the EFLM Task and Finish Group on Allocation of Labo-
ratory Tests to Different Models for Performance Specifica-
tions (TFG-DM), most CBC components are assigned to the 
BV model [9].

The availability of BV data also allows the derivation 
of other parameters, such as (i) the index of individual-
ity (II) the evaluation of the utility of population refer-
ence intervals, (ii) the reference change value (RCV), i.e. 
the estimate of a significant change in a timed series of 
results of an individual and (iii) the number of specimens 
required to obtain an accurate estimate of the homeostatic 
set point of the analyte [3, 10, 11].

Since the 1970s, many papers on BV of CBC para-
meters have been published. The medians of the BV esti-
mates delivered by most of these publications have for the 
last decades been available in the historical BV database 
(HBVD), which was updated every 2 years until 2014 [12, 
13]. However, concerns about the quality and validity of 
these data have been raised [14, 15]. In response to this, the 
EFLM BV Working Group (EFLM BV-WG) and Task Group 
on the BV Database have developed the BV Data Critical 
Appraisal Checklist (BIVAC) [16], which is designed to 
assess the quality of BV publications by verifying whether 
all essential elements that may impact upon veracity and 
utility of the associated BV estimates are present. Further-
more, a meta-analysis approach to deliver global estimates 
based on BIVAC compliant studies has been constructed. 
For CBC parameters, obtaining reliable BV estimates is 
particularly challenging. Due to stability issues, blood 
samples cannot be stored and, consequently, the meas-
urement of all samples from the same person cannot be 
performed in a single centre in a single analytical run on 
the same day, which is the usual recommended approach. 
Generally, to obtain reliable BV data of CBC parameters, 
the protocol and the checklist developed by EFLM BV-WG 
[17, 18] should be followed, as in two recently published 
national studies [19–22].

The aims of the present study were to systematically 
appraise published BV data of CBC parameters by use of 
the BIVAC [16] and to extract BV data from BIVAC-compli-
ant studies to deliver global BV estimates for CBC para-
meters by meta-analysis.

Materials and methods

Bibliographic research

Firstly, the references in the HBVD [12] related to the BV 
of CBC parameters were considered. This retrieved 18 
papers, all of which were published before 2014. There-
after, a systematic bibliographic research was performed 
in Web of Science and PubMed in November 2018, apply-
ing the terms “biological variation”, “biological variabil-
ity”, “CBC”, “haematology”, with limits ‘‘Title/Abstract, 
Human Subjects, English”. An additional 14 papers were 
identified by this approach, giving in total 32 papers that 
were included in the study. Studies published prior to 2014 
are identified by the numbers they have had assigned in 
the HBVD. The same numbering system is used in the 
EFLM Biological Variation Database [23] for papers pub-
lished after 2014 (Supplementary Table 1).
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Appraisal of publications by the BIVAC

All 32 papers were evaluated by two reviewers indepen-
dently for their compliance with the 14 BIVAC quality 
items (QIs), which may receive scores A, B, C and/or D 
[16]. In the BIVAC, an overall grade A indicates full com-
pliance with all QIs; a grade B is given if the lowest QI 
score achieved is a B, and similarly grade C, if the lowest 
QI score is C. Studies are graded D if they lack essential 
BIVAC elements (QI 2–4). A subscript system is applied to 
illustrate the scores. For example, if a paper was classified 
as “C” due to the items 2,5,6,7, the grade of the paper is 
given as “C2,5,6,7”.

The method used to evaluate the BV studies has 
recently been described in detail by Díaz-Garzón [24] and 
González-Lao et  al. [25]. When estimates from different 
populations or sampling intervals were included for the 
same measurand, BIVAC assessment and data extraction 
were performed for each subgroup/sampling interval. In 
addition, data for 30 descriptive items such as study dura-
tion, subjects’ health status, sample types, sampling time 
and interval, analytical methods, number of samples, etc. 
were extracted from each paper. Confidence intervals (CIs) 
at 95% for both CVI and CVG were calculated as described 
by Burdick and Graybill [26].

Meta-analysis

For each CBC parameter, global CVI and CVG were esti-
mated by a meta-analysis approach using data extracted 
from BIVAC-compliant [16] papers, i.e. those receiving an 
overall BIVAC grade A, B or C. Papers classified as D and 
studies/study subgroups that did not fulfill the following 
inclusion criteria were excluded: (i) healthy individuals, 
(ii) subject age (min–max; 18–75 years) and (iii) estimates 
for within day variation [24].

Furthermore, studies/study subgroups were excluded 
from the meta-analysis if the following criteria were 
fulfilled:

–– the CVI and CVG estimates were reported as 0; as was 
the case for platelets in paper 28

–– results for more than one CBC component were 
reported as one parameter; monocyte, basophils and 
eosinophils as in paper 36

–– more than one sample was collected from the same 
subjects at the same sampling time; paper 154

–– CVI and CVG estimates were derived from only two 
samples per subjects; paper 291

–– capillary samples; Hb and Hct from paper 9.

To calculate the weight of each estimate in the meta-anal-
ysis, the quality grade “A”, “B” and “C” were given a factor 
of 4, 2 and 1, respectively, and multiplied with the inverse 
width of their CI [16, 25]. Estimates from subgroups (e.g. 
male and female) from the same study were combined 
prior to being included in the meta-analysis. Finally, a 
percentile boot strap technique was used to calculate the 
CI of the global estimate [25, 27].

Results
Table 1 shows the number of papers, their BIVAC grade 
and the number of subgroups (different study popula-
tions, sampling intervals, etc.) included in our review. 
The number of publications per analyte is variable. For 
well-established parameters such as erythrocytes, Hb, 
leukocytes and platelets a number of papers ranging 
from a minimum of 12 for erythrocyte and leukocyte and a 

Table 1: Number of papers (N), number of study subgroups (n) and 
the BIVAC grade for publications reporting BV estimates for CBC 
parameters.

CBC parameters   N  n 
 

BIVAC grade

A  B  C  Da

Erythrocyte   12  33  2  1  9  4
Haemoglobin   21  60  2  1  18  6
Haematocrit   16  43  2  1  13  3
MCV   12  29  2  1  9  4
MCH   11  26  2  1  8  3
MCHC   11  28  2  1  8  4
RDW   4  8  2  0  2  1
Reticulocyte   5  10  2  1  2  0
Reticulocyte – He   2  6  2  0  0  0
Leukocyte   12  33  2  1  9  4
Lymphocyte   10  25  2  1  7  3
Monocyte   8  23  2  0  6  3
Neutrophil   9  25  2  1  6  3
Eosinophil   7  22  2  0  5  3
Basophils   7  21  2  0  5  3
Platelet   13  32  2  1  10  3
Plateletcrit   5  8  2  0  3  0
MPV   7  10  2  0  5  3
PDW   3  5  2  0  1  0
P-LCR   2  4  2  0  0  0

MCH, mean corpuscular haemoglobin; MCHC, mean corpuscular 
haemoglobin concentration; MCV, mean corpuscular volume; RDW, 
red cell distribution wide; MPV, mean platelet volume; PDW, platelet 
distribution wide; P-LCR, platelet larger cell ratio; N, number of 
publications used to estimate the BV of CBC parameters; n, number of 
subgroups; aD papers and their subgroups were not included in N and n.
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maximum of 21 for Hb were identified, whereas for reticu-
locyte haemoglobin equivalent (Ret-He) and platelet larger 
cell ratio (P-LCR) only two papers were identified.

The different publications were assigned the follow-
ing BIVAC grades: A, n = 4; B, n = 2; and C, n = 20 (Supple-
mentary Table  1). QIs related to the statistical approach 
such as inadequate outlier analysis and/or lack of variance 
homogeneity testing were the most frequent cause (19/26; 
73%) of the BIVAC C grade classification (Table 1). In addi-
tion, six publications were classified as D, mainly due to 
sampling problems such as irregular timing of sample 
collections (BIVAC QI-3) [16]. The study designs described 
in the 26 eligible papers showed marked heterogeneity, 
reporting BV results for different subgroups of subjects, 
such as sex, age (adults (between 18 and 75 years), elderly 
(>75  years), sampling intervals (hourly, daily, weekly, 
monthly). We critically appraised data and assigned a 
BIVAC grade for each of these subgroups, obtaining in 
total 73 subgroup data sets (Supplementary Table 1), but 
except for two papers (papers 36 and 291) there was no 
difference between the BIVAC grade assigned to differ-
ent subgroup data sets derived from the same study. 
The meta-analysis derived results from our study were 

generally in line with or lower than those presented in the 
HBVD (Table 2). Estimates of CVI and CVG with 95% CI for 
the CBC parameters from all reviewed studies are shown 
in Figure  1 (erythrocytes, leukocytes and platelets) and 
Supplementary Figures 1–37, and the reasons for exclusion 
from meta-analysis are detailed. Supplementary Table  2 
shows the scoring system in detail for erythrocytes.

Discussion
To the best of our knowledge, this is the first study to 
perform a systematic review of the literature of BV of CBC 
parameters and to critically appraise these papers. The 
majority of the reviewed publications obtained a BIVAC 
C or D grade (Table 1). To obtain reliable estimates of BV 
from meta-analysis, it is important that included data are 
derived from studies with similar study populations and 
study designs. Therefore, in addition to BIVAC criteria, we 
applied additional exclusion criteria which caused five 
publications to be excluded from the meta-analysis.

Except for reticulocytes, CVI estimates of erythro-
cyte related parameters were below 3%, whereas platelet 

Table 2: Meta-analysis derived within-subject (CVI) and between-subject (CVG) BV estimates with 95% CIs of CBC parameters and estimates 
from the HBVD.

Measurands  
 

Meta-analysis-based estimates 
 

HBVD

NI  nI  Mean ± SD  CVI (CI), %  NG  nG  Mean ± SD  CVG (CI), % CVI, %  CVG, %

Erythrocyte, ×1012/L   7  12  4.82 ± 0.33  2.80 (1.96–3.07)  5  10  4.85 ± 0.36  6.29 (6.16–7.40)  3.20   6.30
Haemoglobin, mmol/L  11  21  8.77 ± 0.61  2.71 (1.72–2.80)  6  13  8.72 ± 0.63  6.07 (3.20–6.28)  2.85   6.80
Haematocrit, L/L   6  13  0.43 ± 0.03  2.71 (2.24–3.40)  6  13  0.43 ± 0.03  5.45 (3.40–5.51)  2.70   6.41
MCV, fL   7  12  88.4 ± 2.37  0.75 (0.64–1.17)  6  11  88.0 ± 2.10  3.78 (3.40–4.68)  1.40   4.85
MCH, fmol   6  9  1.85 ± 0.05  0.85 (0.24–1.60)  5  8  1.84 ± 0.05  4.30 (4.06–5.31)  1.40   5.20
MCHC, mmol/L   6  11  20.8 ± 0.38  0.95 (0.60–1.10)  5  10  20.9 ± 0.38  1.49 (1.25–2.30)  1.06   1.20
RDW, fL   3  7  40.9 ± 1.36  1.51 (1.08–1.90)  2  6  40.5 ± 0.96  4.75 (3.67–7.26)  3.5   5.70
Reticulocyte, ×1012/L   3  8  0.056 ± 0.009  9.74 (6.44–11.0)  3  8  0.056 ± 0.009  27.11 (22.13–30.53)  11   29
Reticulocyte – He, pg   2  6  33.4 ± 0.59  1.92 (0.75–3.40)  2  6  33.4 ± 0.59  3.38 (2.72–4.11)  NA   NA
Leukocyte, ×109   7  12  6.62 ± 0.39  10.01 (8.90–11.35)  4  7  6.75 ± 0.47  16.48 (15.78–23.70)  11.40   21.30
Lymphocyte, ×109   5  7  2.12 ± 0.08  10.13 (9.45–13.59)  4  6  2.12 ± 0.09  23.87 (21.30–25.10)  10.20   35.30
Monocyte, ×109   3  5  0.49 ± 0.11  12.85 (11.79–16.40)  2  4  0.54 ± 0.04  18.30 (15.86–22.26)  17.80   49.8
Neutrophil, ×109   5  8  3.81 ± 0.36  13.61 (6.30–20.37)  3  5  3.79 ± 0.48  21.16 (20.70–32.60)  17.10   32.80
Eosinophils, ×109   3  5  0.11 ± 0.06  14.38 (12.52–20.8)  2  4  0.13 ± 0.02  64.25 (59.89–70.50)  21.0   76.4
Basophils, ×109   3  4  0.05 ± 0.01  11.34 (11.21–32.0)  2  3  0.04 ± 0.002  25.07 (22.1–29.9)  28.0   54.8
Platelet, ×109   6  10  232.2 ± 15.6  7.1 (4.49–7.69)  5  8  232.3 ± 19.1  16.17 (10.80–22.36)  9.10   21.90
Plateletcrit, %   3  5  0.25 ± 0.02  5.94 (4.97–11.6)  2  4  0.26 ± 0.01  13.33 (12.49–14.08)  11.90   NA
MPV, fL   4  6  10.2 ± 0.84  2.02 (1.55–4.30)  2  4  10.6 ± 0.33  6.96 (6.96–8.10)  4.30   8.10
PDW, fL   2  4  12.61 ± 0.65  3.43 (3.10–3.69)  2  4  12.61 ± 0.65  12.31 (11.95–12.79)  2.80   NA
P-LCR, %   2  4  29.7 ± 2.60  5.70 (4.78–6.60)  2  4  29.7 ± 2.60  20.42 (19.79–21.27)  NA   NA

HBVD, Historical Biological Variation Database; CI, confidence intervals; NI, number of papers used in meta-analysis of CVI; NG, number of 
papers used in meta-analysis of CVG; nI, number of subgroups used in meta-analysis of CVI; nG, number of subgroups used in meta-analysis 
of CVG; MCH, mean corpuscular haemoglobin; MCHC, mean corpuscular haemoglobin concentration; MCV, mean corpuscular volume; RDW, 
red cell distribution wide; MPV, mean platelet volume; PDW, platelet distribution wide; P-LCR, platelet larger cell ratio.
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Figure 1: The CVI estimates with 95% confidence intervals for (A) erythrocytes, (B) leukocytes and (C) platelets.
The boxes indicate which studies were included in the meta-analysis, as well as the BIVAC grades awarded to the different studies. Reasons 
for exclusion from the meta-analysis are also shown. The different papers are identified on the x-axis with the letters indicating different 
study subgroups (see Supplementary Table 1).
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(except MPV and PDW) and leukocyte related parameters 
ranged from 5% to 15% (Table 2). The CVI estimates 
derived for MCV, MCH and MCHC were extremely low and 
with current technologies it is not easy to use and adopt 
APSs based on these results if the APSs are set at the desir-
able level, which is the most common approach. It may 
therefore be necessary to consider alternative approaches 
such as minimum level [3, 10], outcome studies (model 1) 
or state of the art (model 3) [6] to set APSs.

The HBVD has presented as the estimates of medians 
of data from publications published until 2014 [12]. There 
are no measures of uncertainty included in this overview 
and thus, direct statistical comparison with the results of 
our study is therefore not possible. We, however, evalu-
ated whether the CVI and CVG estimates included in the 
HBVD were within the limits of CIs for the estimates 
obtained from meta-analysis; this was the case for the CVI 
of eight out of 18 analytes and the CVG of seven out of 16 
analytes (Table 2). For the remainder, the point estimates 
for both CVI (except PDW) and CVG (except MCHC) in the 
HBVD were higher than the upper limits of CIs calculated 
from meta-analysis. It is worth noting that a number of 
the same studies makes up the basis for both the esti-
mates presented in the HBVD as well as in our study. The 
lower CVI and CVG estimates derived from meta-analysis 
are probably caused by a lower weight given to results 
from studies considered to be of inferior methodological 
quality.

The CVI estimates for erythrocyte related parameters 
were much lower than those derived for leukocyte and 
platelet parameters (Table 2). This is probably caused by 
the longer turnover period of erythrocyte (≈4 months) [28] 
related parameters and that erythrocytes are not “con-
sumed” in the same way as platelets (7–10 days) [29] and 
leukocytes [30]. The lifespan of leukocyte subgroups in 
circulation varies and ranges from days (neutrophils) to 
years (memory cells). Except some subset of lymphocytes 
[31, 32], leukocytes have rapid turnover in the circulation.

For the meta-analysis, we excluded within-day 
studies because the diurnal variation for many constitu-
ents can be high and diurnal variation may be used for 
different purposes than the CVI calculated from studies 
with longer sampling intervals. Despite some exceptions, 
however, based on four studies (papers 28a, 304, 316, 321) 
the within day CVI and CVG were not significantly differ-
ent from daily, weekly or monthly variations provided 
by other studies (Supplementary Table 1). Three studies 
assigned a BIVAC grade A (number 323, 332 and 334) 
reported the CVI and CVG of CBC parameters based on (i) 
weekly samplings for 35 days (medium-term) and (ii) daily 
sampling for 5 days (short-term). The short-term CVI were 

significantly lower than those based on weekly samplings 
for MCV (females), RDW (females), reticulocytes (males) 
and Ret-He (male). Additionally, the short term CVI of 
platelet groups parameters were significantly lower than 
the medium-term CVI, whereas no significant differences 
were observed for the other parameters.

One paper (paper 28) reported a higher CVI estimate 
for basophil based on monthly samplings for 6  months, 
than the papers based on daily or weekly sampling inter-
vals and shorter study periods (Supplementary Table  1). 
However, variations in study design were observed, and 
in order to clarify the effect of different sampling intervals 
and study duration on BV of CBC parameters, standard-
ised studies are warranted.

In the meta-analysis, we only included studies per-
formed in adults between the age of 18 and 75. Despite 
the inclusion of different age groups in various studies, 
the influence of age on BV has not been studied in detail. 
We found that the CIs we derived based on results for Hb 
in paper 325 were extremely high in comparison to those 
found in other studies (Supplementary Figure 2). This may 
be related to the study design or to the included study 
population. Additionally, the CVI estimates of platelets 
derived from one study on subjects aged 80–92 years old 
(paper 246 c,d) were higher than estimates from healthy 
adults. Carobene et  al. assessed the influence of age on 
BV estimates for creatinine, urate, calcium, albumin, total 
cholesterol, high density lipoprotein and low-density 
lipoprotein-cholesterol, triglycerides and iron. Except for 
albumin, they found significantly lower CVI estimates 
in subjects above the age of 78 compared to those below 
36 years [33].

Theoretically, study-related factors such as sex, design 
and pre-analytical handling might affect the derived BV of 
CBC parameters. The mean concentration of erythrocytes 
and Hb in women is lower than men. Although we are 
interested in variation and not the mean level, the men-
strual cycle of women may influence the BV of erythro-
cytes and Hb, but there is no data to support this.

Special attention should be given to CBC parameters 
whose normal levels are close to their limit of quantita-
tion (LOQ), such as basophils and eosinophils. The uncer-
tainty of methods around LOQ is higher than the normal 
concentration. Increasing uncertainty makes methods 
less sensitive and gives a higher CVA which causes wider 
CI of both CVI and CVG. At low concentration particularly 
around LOQ the CVA is higher and therefore it may be 
better to report BV data in SD instead of CV. Although the 
CVI and CVG estimates of both eosinophils and basophils 
obtained from our meta-analysis were lower than the CVI 
and CVG in the HBVD, the estimated BV of these two tests 
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were higher than most of the other CBC parameters prob-
ably due to the low concentration of these cells (Table 2).

Conclusions
A systematic review identified more than 30 papers deliv-
ering BV data for CBC components, but only four of these 
studies were assigned a BIVAC grade A [19–22] and the 
majority a C or D grade. In our study, meta-analysis of 
BIVAC compliant studies (grade A, B and C) has enabled 
publication of updated, global estimates of CVI and CVG 
for CBC parameters. These BV estimates will along with 
estimates for other study populations and other measur-
ands be included in the EFLM Biological Variation Data-
base [23]. The CBC parameters make up a large group of 
heterogeneous tests and with continuous technological 
developments, new parameters will be added. The BV 
data of parameters such as Ret-He and P-LCR are limited 
and new studies should be encouraged to cover these 
parameters. In general, we encourage more high-quality 
studies to be performed for CBC parameters.

Acknowledgments: We would like to thank Thomas 
Røraas for performing calculations of confidence intervals 
and meta-analysis.
Author contributions: All the authors have accepted 
responsibility for the entire content of this submitted 
manuscript and approved submission.
Research funding: None declared.
Employment or leadership: None declared.
Honorarium: None declared.
Competing interests: The funding organisation(s) played 
no role in the study design; in the collection, analysis, and 
interpretation of data; in the writing of the report; or in the 
decision to submit the report for publication.

References
1.	 Harris EK. Statistical principles underlying analytic goal-setting in 

clinical chemistry. Am J Clin Pathol 1979;72:374–82.
2.	 Petersen PH, Fraser CG, Baadenhuijsen H, Libeer JC, Ricos C. 

Analytical quality specifications in clinical chemistry. Clin Chem 
1994;40:670–1.

3.	 Fraser CG. Biological variation: from principles to practice. Wash-
ington, DC: AACC Press; 2001.

4.	Braga F, Panteghini M. Verification of in vitro medical diagnostics 
(IVD) metrological traceability: responsibilities and strategies. 
Clin Chim Acta 2014;432:55–61.

5.	 Panteghini M, Ceriotti F, Jones G, Oosterhuis W, Plebani M, Sand-
berg S, et al. Strategies to define performance specifications in 

	 laboratory medicine: 3 years on from the Milan Strategic Confer-
ence. Clin Chem Lab Med 2017;55:1849–56.

6.	Sandberg S, Fraser CG, Horvath AR, Jansen R, Jones G, Ooster-
huis W, et al. Defining analytical performance specifications: 
Consensus Statement from the 1st Strategic Conference of the 
European Federation of Clinical Chemistry and Laboratory Medi-
cine. Clin Chem Lab Med 2015;53:833–5.

7.	 Haeckel R, Wosniok W, Kratochvila J, Carobene A. A pragmatic 
proposal for permissible limits in external quality assessment 
schemes with a compromise between biological variation and 
the state of the art. Clin Chem Lab Med 2012;50:833–9.

8.	Carobene A, Franzini C, Ceriotti F. Comparison of the results from 
two different External Quality Assessment Schemes supports 
the utility of robust quality specifications. Clin Chem Lab Med 
2011;49:1143–9.

9.	Ceriotti F, Fernandez-Calle P, Klee GG, Nordin G, Sandberg S, 
Streichert T, et al. Criteria for assigning laboratory measurands 
to models for analytical performance specifications defined 
in the 1st EFLM Strategic Conference. Clin Chem Lab Med 
2017;55:189–94.

10.	 Fraser CG, Sandberg S. Biological variation. In: Rifai N, 
Horvath AR, Wittwer CT, editors. Tietz textbook of clinical 
chemistry and molecular biology. 6 ed. St. Louis, MO: Elsevier; 
2017:157–70.

11.	 Fraser GG, Harris EK. Generation and application of data on 
biological variation in clinical chemistry. Crit Rev Clin Lab Sci 
1989;27:409–37.

12.	 Minchinela J, Ricós C, García-Lario JC, Álvarez V, Cava F, Domé-
nech M, et al. Desirable Biological Variation Database speci-
fications-Westgard. Available at: https://www.westgard.com/
biodatabase1.htm. Accessed at November 2018.

13.	 Perich C, Minchinela J, Ricós C, Fernández-Calle P, Alvarez V, 
Doménech MV, et al. Biological variation database: structure 
and criteria used for generation and update. Clin Chem Lab Med 
2015;53:299–305.

14.	 Aarsand AK, Røraas T, Sandberg S. Biological variation – reliable 
data is essential. Clin Chem Lab Med 2015;53:153–4.

15.	 Carobene A. Reliability of biological variation data available in 
an online database: need for improvement. Clin Chem Lab Med 
2015;53:871–7.

16.	 Aarsand AK, Røraas T, Fernandez-Calle P, Ricos C, Díaz-Garzón 
J, Jonker N, et al. The Biological Variation Data Critical Appraisal 
Checklist: a Standard for Evaluating Studies on Biological Varia-
tion. Clin Chem 2018;64:501–14.

17.	 Bartlett WA, Braga F, Carobene A, Coşkun A, Prusa R, Fernandez-
Calle P, et al. A checklist for critical appraisal of studies of 
biological variation. Clin Chem Lab Med 2015;53:879–85.

18.	 Carobene A, Strollo M, Jonker N, Barla G, Bartlett WA, Sandberg 
S, et al. Sample collections from healthy volunteers for biologi-
cal variation estimates’ update: a new project undertaken by the 
Working Group on Biological Variation established by the Euro-
pean Federation of Clinical Chemistry and Laboratory Medicine. 
Clin Chem Lab Med 2016;54:1599–608.

19.	 Buoro S, Carobene A, Seghezzi M, Manenti B, Dominoni P, 
Pacioni A, et al. Short- and medium-term biological variation 
estimates of red blood cell and reticulocyte parameters in 
healthy subjects. Clin Chem Lab Med 2018;56:954–63.

20.	Buoro S, Carobene A, Seghezzi M, Manenti B, Pacioni A, 
Ceriotti F, et al. Short- and medium-term biological variation 
estimates of leukocytes extended to differential count and 

https://www.westgard.com/biodatabase1.htm
https://www.westgard.com/biodatabase1.htm


32      Coskun et al.: Meta-analysis of biological variation data for haematological parameters

morphology-structural parameters (cell population data) in 
blood samples obtained from healthy people. Clin Chim Acta 
2017;473:147–56.

21.	 Buoro S, Seghezzi M, Manenti B, Pacioni A, Carobene A, Ceriotti 
F, et al. Biological variation of platelet parameters deter-
mined by the Sysmex XN hematology analyzer. Clin Chim Acta 
2017;470:125–32.

22.	Coşkun A, Carobene A, Kilercik M, Serteser M, Sandberg S, 
Aarsand AK, et al. Within-subject and between-subject bio-
logical variation estimates of 21 hematological parameters in 
30 healthy subjects. Clin Chem Lab Med 2018;56:1309–18.

23.	Aarsand AK, Fernandez-Calle P, Webster C, Coskun A, Gonzales-
Lao E, Diaz-Garzon J, et al. The EFLM Biological Variation Data-
base. Available at: https://biologicalvariation.eu/. Accessed 
June 2019.

24.	Díaz-Garzón J, Fernández–Calle P, Minchinela J, Aarsand AK, 
Bartlett WA, Aslan B, et al. Biological variation data for lipid 
cardiovascular risk assessment biomarkers. A systematic review 
applying the biological variation data critical appraisal checklist 
(BIVAC). Clin Chim Acta 2019;495:467–75.

25.	 González-Lao E, Corte Z, Simón M, Ricós C, Coskun A, Braga 
F, et al. Systematic review of the biological variation data for 
diabetes related analytes. Clin Chim Acta 2019;488:61–7.

26.	Burdick RK, Graybill F. Confidence intervals on variance compo-
nents. 1st. ed. New York, NY: Marcel Dekker, Inc; 1992.

27.	 Shao J, Tu D. The jackknife and bootstrap. 1st ed., Springer 
Series in Statistics, New York, NY: Springer, 1995.

28.	Glader B. Destruction of erythrocytes. In: Greer JP, Foerster J, 
Lukens JN, Rodgers GM, Paraskevas F, Glader B, editors. Win-
trobe’s clinical hematology, 2nd ed. Philadelphia, PA: Lippincott 
Williams and Wilkins, 2004:249–65.

29.	Lu S-J, Li F, Yin H, Feng Q, Kimbrel EA, Hahm E, et al. Platelets 
generated from human embryonic stem cells are functional 
in vitro and in the microcirculation of living mice. Cell Res 
2011;21:530–45.

30.	Pillay J, den Braber I, Vrisekoop N, Kwast LM, de Boer 
RJ, Borghans JA, et al. In vivo labeling with 2H2O reveals 
a human neutrophil lifespan of 5.4 days. Blood 2010;116:625–7.

31.	 Fulcher DA, Basten A. B cell life span: a review. Immunol Cell 
Biol 1997;75:446–55.

32.	Di Rosa F, Ramaswamy S, Ridge JP, Matzinger P. On the lifespan 
of virgin T lymphocytes. J Immunol 1999;163:1253–7.

33.	Carobene A, Graziani MS, Cascio C Lo, Tretti L, Cremonese E, 
Yabarek T, et al. Age dependence of within-subject biological 
variation of nine common clinical chemistry analytes. Clin Chem 
Lab Med 2012;50:841–4.

Supplementary Material: The online version of this article offers 
supplementary material (https://doi.org/10.1515/cclm-2019-0658).

https://biologicalvariation.eu/
https://doi.org/10.1515/cclm-2019-0658

