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Figure S1: Results of GSEA based on GO. (a) and (b) Top 5 positively and negatively correlated GO terms for DEGs in LT-CK vs LT. (c) and (d) Top 5
positively and negatively correlated GO terms for DEGs in HT vs LT.
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Figure S2: Results of GSEA based on KEGG. (a) and (b) Top 5 positively and negatively correlated pathways for DEGs in LT-CK vs LT. (c) and (d) Top 5
positively and negatively correlated pathways for DEGs in HT vs LT.
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