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Supplementary Table S2 Partners unique to DNA.

Partner MW (kDa) Unique peptides

DYNC1H1 532 13

SPTAN1 282 10

SPTBN1 275 10

MSH6 153 2

SMC4 147 2

VARS 140 2

DDX46 117 3

PALLD 109 3

MSH2 105 2

DDX42 103 2

CTNNA1 100 3

DNM2 98 4

CUL1 90 2

TARS 83 3

CAST 81 2

CD2AP 71 4

EZR 69 3

RPA1 68 2

DYNC1I2 68 2

IK 66 2

PDLIM5 64 2

CALD1 64 2

ENAH 64 2

IRF2BP1 62 2

EHD4 61 8

CSTF2 61 2

CPSF6 59 2

PKM2 58 3

GTF2F1 58 2

CCT4 58 2

API5 57 4

DYNC1LI1 57 3

ARFGAP2 57 2

SERPINE1 51 2

POLD2 51 2

WIPF2 46 2

TARDBP 45 2

ACTB 42 2

TUBA1C 37 2

WDR5 37 2

EEF1D 31 5

EEF1B2 25 2

The proteins listed in this table were identifi ed (by at least two 
unique peptides) as partners for the biotinylated DNA preparation; 
they were not detected in the H2A-, H2A.Z- or H2A.X-containing 
nucleosomes.




